This form should be used for all taxonomic proposals. Please complete all
those modules that are applicable (and then delete the unwanted sections).
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Code assigned: 2016.008a-dS (to be completed by ICTV

officers)

Short title: Create 1 new species (Harkavirus A) in a new genus (Harkavirus)
(e.g. 6 new species in the genus Zetavirus)
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MODULE 2: NEW SPECIES

If more than one, they should be a group of related species belonging to the same genus. All new
species must be placed in a higher taxon. This is usually a genus although it is also permissible for
species to be “unassigned” within a subfamily or family. Wherever possible, provide sequence
accession number(s) for one isolate of each new species proposed.

Code | 2016.008aS (assigned by ICTV officers)

To create 1 new species within:
Fill in all that apply.

Genus: | Harkavirus (new) o If thet hoilg(her tlf'”;O” haz ylet tg ?e ) it
T Created (In a later module, below) write

SUbfam!:y: _ — “(new)” after its proposed name.

Family: P!Comav!”dae e If no genus is specified, enter
Order: | Picornavirales “unassigned” in the genus box.

Name of new species: | Representative isolate: (only 1 per GenBank sequence
species please) accession number(s)

Harkavirus A Falcovirus KP230449

[kestrel/VOVE0622/2013/HUN]

Reasons to justify the creation and assignment of the new species:
e Explain how the proposed species differ(s) from all existing species.
o |If species demarcation criteria (see module 3) have previously been defined for the
genus, explain how the new species meet these criteria.
o If criteria for demarcating species need to be defined (because there will now be more
than one species in the genus), please state the proposed criteria.
e Further material in support of this proposal may be presented in the Appendix, Module 11
A novel picornavirus was detected in a faecal sample from a 5-week-old common kestrel
(Falco tinnunculus) in Hungary. This virus has a 4-3-4 genome layout (compare Appendix
Figure 1):
VPg+5'UTR'RES"[lA-lB-lC-lD/2A-2B-ZCHe'ISA-SBVPQ-SCP’°-3DPO']S'UTR-pOIy(A)
Comparison of P1 and 3CD alignments reveals a highly divergent virus (compare Table 1,
below).

Table 1: Harkavirus divergence in picornavirus sequence alignments
p-Distance (meanzstd.dev.) mean % aai

P1 0.8721+0.013 12.79

3CD 0.7808+0.018 21.92

Proteins 2A, 2B, 3A, 3B exhibit no similarity to known picornavirus proteins.
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MODULE 3: NEW GENUS

Ideally, a genus should be placed within a higher taxon.
Code 2016.008bS (assigned by ICTV officers)

To create a new genus within:

Fill in all that apply.
Subfamily: e If the higher taxon has yet to be created

- - — (in a later module, below) write “(new)”
Famlly: P!Comav!”dae after its proposed name.
Order: | Picornavirales e If no family is specified, enter

“unassigned” in the family box

Code 2016.008cS (assigned by ICTV officers)

To name the new genus: Harkavirus

Code 2016.008dS (assigned by ICTV officers)

To designate the following as the type species of the new genus

Every genus must have a type species. This should
Harkavirus A be a well characterized species although not
necessarily the first to be discovered

The new genus will also contain any other new species created and assigned to it (Module 2) and any that
are being moved from elsewhere (Module 7b). Please enter here the TOTAL number of species
(including the type species) that the genus will contain:

1

Reasons to justify the creation of a new genus:
Additional material in support of this proposal may be presented in the Appendix, Module 11

Harkavirus is a highly divergent picornavirus with very low amino acid identities to the remaining
picornaviruses. Its 1C protein has greatest similarity to the VP3 capsid protein of dicistroviruses!
1B, 1D and 2C have similarity to the respective hepatovirus proteins and 3CP" shows similarity to
the kobuvirus proteinase. Part of the Harkavirus 3D exhibits similarity with the enterovirus
polymerase. In addition, 3D has an unusual insertion of ~120 amino acids. The other proteins
(1A, 2A, 2B, 3A, 3B) have no significant similarity to picornavirus proteins.

Harkavirus has a variant type | IRES which is typical of Enterovirus. No virus isolate is available.

Origin of the new genus name:

| Harkavirus: from Harkakotény (a village in Hungary where the first sample was collected) |

Reasons to justify the choice of type species:

| only a single species |

Species demarcation criteria in the new genus:
If there will be more than one species in the new genus, list the criteria being used for species demarcation
and explain how the proposed members meet these criteria.
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| only a single species
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MODULE 11: APPENDIX: supporting material

additional material in support of this proposal

References:

Boros A, Pankovics P, Simmonds P, Pollak E, Matics R, Phan TG, Delwart E, Reuter G.
2015. Genome analysis of a novel, highly divergent picornavirus from common kestrel
(Falco tinnunculus): The first non-enteroviral picornavirus with type-I-like IRES. Inf.
Genet. Evol. 32:425-431.

Annex:

Include as much information as necessary to support the proposal, including diagrams comparing the
old and new taxonomic orders. The use of Figures and Tables is strongly recommended but direct
pasting of content from publications will require permission from the copyright holder together with
appropriate acknowledgement as this proposal will be placed on a public web site. For phylogenetic
analysis, try to provide a tree where branch length is related to genetic distance.
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Genome organization:

Proposed Harkavirus A [kestrel/VOVE0622/2013/HUN], GenBank acc. no. KP230449

t 674 Qu604/ G160
" M, Q1036/G1037 Qu577/G1575 I'ltF7933
Ag/Qzp Q336/G337  Qss0/Geoo Qgs1/Gss2 \ 4 Q1573/G122s Qu478/S1479 Qu517/G1s18 2420
2 v \ 4 v v \ 4
1A 1B 1c 1D 2A 2B 2CHel 3a 38| 3cte 3p% nt 8003
5-UTR |29aa 307 aa 263 aa 262 aa 175 aa 87 aa 355 aa 99 aa 213 aa 603 aa 3'-UTR
673 nt 27 aa 70 nt
type |
IRES

Figure 1: Schematic depiction of the harkavirus genome organization. The open reading frame is
indicated by a box. Positions of putative amino acid cleavage sites and the lengths of the deduced
proteins are shown as proposed by Boros et al. (2015). Triangles (V) indicate the putative 3C™™
cleavage sites, and a question mark (?) points to the unknown 1AB processing site.
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HQ595340, unassigned, bat picomavirus 1 [NC16A]

KJ641694, unassigned, bat picomavirus [BIRs-PicoVIYN2010]
JQB14852, unassigned, la o picomavius 1

505344, unassigned, bat picomairus 3 [TLCSF]
HQ595345, unassigned, bat picomavirus 3 [TLC21F]
KJ641693, unassigned, bat picomavirus [BIRh-Picov/SC2013)

IN572115, unassigned, feline picomavirus 1 [cat/Heng Kong/073F/2007]
- IN572116, unassigned, feline picomavirus [127F]
IN572118, unassigned, feline picomavirus [661]
0,54<1641687, unassigned, bat picomavirus [BtM-PicoV/F12012)
641690, unassigned, bat picomavirus [BIM-PicoV-1/GD2012)
unassigned, bat icomavirus [BIMI-PicoV-2/SAX011]
0,65L.C036581, unassigned, bovine picomavirus [Bo-12-11/200900PN]
LC036582, unassigned, bovine picomavirus [Bo-12-38/2009/PN]
1C036579, unassigned, bovine picomavirus [Bo-12-3/2009/9PN]

LC006971, unassigned, bovine picomavirus [B0-11-392009/JPN]
4 KP345888, unassigned, dromedary camel enterovirus 2 [20CC]
KP345887, unassigned, dromedary camel enterovirus 1 (19CC]
DQU92770, Enterovirus, EV-F1BEV-2 [BEV-261-RM2)
DQU92769, Enterovirus, EV-E1 BEV-1 [LC-R4]
AF363453, Enterovirus, EV-G1 [UKG-410-73]
U22521, Enterovirus, EV-AT1 [BrCr]
AF326766, Enterovirus, EV-J1 [SV6-1631)
0, Enterovirus, EV-D70(3670-71)
AF201894, Enterovirus, EV-HL [A-2 plague irus]
02121, Enterovirus, RV-B14 [1959
7, Enterovirus, RV-C3 [HRV-QPM]
124917, Enterovirus, RV-AL6[1175
V01149, Enterovirus, EV-C PV1[Mahoney]
M33854, Enterovirus, EV-B CVB3 [Nancy]
[T KP233897, unassigned, abosirus [BerlinJan2011/572]
KJ950883, unassigned, rat picomavrus [RPVINYC-B10]
AF406813, Sapelovirus, Sapelovirus AL porcine sapelovirus 1[V13]
AY064708, Sapelovirus, Sapelovirus B1, simian sapelovirus 1[SV2-2383]
KJ641696, unassigned, bat picamavirus [BIVs-PicoV/SC201:
KJ641689, unassigned. bat picomavirus [BtMa-PicoV/FJ2012]
120368, unassigned, Califorian sealion sapelowrus [1162)
IN674502, unassigned, quail picomavirus
KT880670, unassigned, phacovrus [P-CHK/PhV]

727144, unassigned, pigeon picomavirus B [pigeor/Norway/03/641/2003]
KC560801, unassigned, p\qebnpmw\awusB[GALT/ZMB/HMWW]
AY563023, Sapelovirus, Avian sapelovirs 1
0.84KJ641688, unassigned, bat picomavirus [B!R\eprmV/HZGJZ]

KJ641692, unassigned, bat picomavirus [BiRa-PicoV/JS2013]

1 KJ641685, unassigned, bat picomavius [BIRIPicoV-1/YN2012]
KJ641697, unassigned, bat picomaius [BINV-PicoV/SC2013]
KM873613, unassigned, tortise picomavrus (9-05]
1 KMB73614, unassigned, tortaise picomnavirus [144-10]
KMB73615, unassigned, tortise picomavius [2013-T4]
KMB73611, unassigned, tortaise picomavius [14-04]
KM873612, unassigned, torcise picomavus [5-04]
KM873617, unassigned, tortise picomavirus [5-03]
KM873616, unassigned, tortise picomavirus [124-4-10]
3687, Mosavirus, Mosavitus A1[M-7]
KF958461, Mosavirus, Mosavirus A2(SZALE-MoVI20LUHUI

T KM396707, unassigned, lesavirus 1 [Mis101308/2012]
[T oo, insmgna e 2 s
: SR et s AL (BN

AF231769, Teschovirus, Teschovirus AL [Talfan]

o EU236594, Aphthovirus, Bovine rhiritis B virus 1 [ECL1]
[ st Ao e e 149
1 X00871, Aphth 1 [Kaufbeurer]

6870, Aphths irus 1 [PERV]
396871, Erbovius, Eduine it B vius 1 (43671
KMS89358, unassigned, bovine picamavirus [TCHS]
0,64<PO54277, unassigned, bat picomavius [BaiPVIV13/13Hun]
 /9,KP054276, unassigned., bat picomairus [BaiPVIV12/13Hun]
KPO54274, unassigned, bat picormairus [BatP V/VB/13/Hun]
KP054275, unassigned, bat picomavirus [BaiPVIV11/13Hun]
KP054273, unassigned, bat picormavirus [BaiPVIVA/13/Hun]
KP054278, unassigned, bat picornavirus [BatPV/V14/13/Hun]
JQB14851, Mischivirus, Mischivirus AL [China/2010]
KP100644, unassigned, Aftican bat icavrus [TNo13]
802, Cosavirus, Cosavirus Al [0553]
INB67758, unassigned, human cosarus FL [PK5006]
F1438907, unassigned, human cosavius B1(2263]

M81861, Cardiovirus, Cardiovirus AL, encephalomyocaratis virus 1 [R]

M20562, Cardiovirus, Theilers GOV

JQB64242, Cardiovirus, Cardiovirus C1, boone cardiovius 1 [rat/USA/2010]

IX683808, Cardiovirus, Cardiovirus C2 , boone cardiovirus 2 [rat/USAI2012)

DQB41257, Senecavirus, Senecavirus AL, Seneca Valey virus [SVV-001]

KJ690629, unassigned, chicken proventricuitis virus [CPV/Koreal03]
KESBLLET, unassigned chickenmeghius [icenCHK-V-CHVZDLIHUN]
KF961186, UN]
KF979336, unassigned, icion picomavirus 5 [27C]

HM751199, Megrivirus, Melegrivirus AL, turkey hepatiis virus 1 (20930

0 KF979335, unassigned, chicken picormauirus 4 [5C]

: KCB63628, unassigned, duck megriirus [LY]
T KCE76003, unassigned, mesiirus (HK21]
KC811837, unassigned, mesius 2 [pigecn/GALIIS-PiNieVI2011/HUN

[ IN819202, Dicipivirus, Cadicivirus AL, canine picodistrovirus [209]
JF973686, Rosavirus, Rosavirus AL, murine rosavirus [M-7]

4637, Kobuvirus, Aichivirus AS, roller kobuirus [SZALE-KoV/2011/HUN]

JQ898342, Kobuvirus, Aichivius A6, Kathmandu sewage kobuvirus [KoV-SewKTM]

JF755427, Kobuvirus, Aichivirus A3, murine kobuvirus [M-5/USA/2010]

ABO10145, Kobuvirus, Aichivirus A1 [A846-88]

KJ958930, Kobuvirus, Aichivirus Ad, feline kobuirus [120240]

U-1]
EU7874590, Kobuvirus, Aichivirus CL1, porcine kobuirus [swine/S-UHUN/2007/Hungary]
KF793927, Kobuvirus, Aichivitus C2, caprine kobwirus [12Q108]
€055960, unassigned, kagowrus 2 [cattle/Kagoshima-2-24-KoV/2015/JPN]
C055961, unassigned, kagovrus 1 [caltle/Kagoshima-1-22-KoV/2014/JPN]

K3641691, unassigned, bat picomavirus [BIMI-PicoV-2/GD2012]
KJ641686, unassigned, bat picomavirus [BIVIr-PicoV/3X2010]
KT225852, unassigned, rabbit picomarus [Rabbt0L2013HUN]
GQL79640, Salivirus, Saivinus A1 [NG-J1]
T KF741227, Sicinivirus, Sicinivirus A1 [UCC001]
08 KF979331, Sicinivirus, Sicinivirus A2, chicken picomavirus 1[55C]

94 JQ691613, Gallivirus, Gallvirus A1 [turkey/M176/201JHUN]
182406, Passerivirus, Passervirus AL turdirus 1 [thrush/Hong Kong/00356/2007]
T GU182408, Oscivirus, Oscivirus AL turdvirus 2 [robin/Hong Kong/10717/2006]

GU182410, Oscivirus, Oscivirus A2, turdivirus 3 thrush/Hong Kong/10878/2006]

387721, Sakobi ‘Sakobuvirs AL 1] 0 )

KJ415177, unassigned, tortoise rafhirus [UF4]
KF979334, unassigned, chicken picomavirus 3 [45C]
KTB80669, unassigned, chicken picomavirus [P+CHK/ASV]
KF979333, unassigned, chicken picormanirus 2 [44C
KC465954, Avisivirus, Avisiirus AL [turkey/MLT6-TUASVI201L/HUN]
KC614703, Avisivirus, Avisiirus A1 [USAN1]
M203656, unassigned, orvirus 1 [chicken/PFCHK 1/2013HUN]
KT880667, unassigned, oivius 2 [PF-CHK1]
2000696, unassigned aavius (duck picomavius) (GL12)
DQ249299, juck hepaits A virus 1 [03D]
1Q316470, Pasivirus, Pasivirus AL swine pagmms:[swne/ﬁammmn
AB937989, unassigned, crohiirus [shew/ZM54)
AF327920, Parechovirus, Parechovirus BL, Ljungan virus 1 [87-012]
HFSTT705, unassigned, sebkelevius 1 [AB/122716)

102971, 1[Harris]
KF006989, unassigned, aner pavechuwus [MpPev1]
KJ641698, unassigned. bat picomavirus [BIMF-PicoV-1/SAX2011]
Q814853, unassigned, Rhinolophus affinis picomavirus 1
KC935379, Kunsagiins AL roler kunsaghins [oler/SZALE-KV20LU/HUN

igned, Bat Kunsaghirus [bat/
EU142040, Aquamavius A1, 1[HO-02:21]
KC843627, pivirus, P 1, el picomanrus [F1505]
5 oKF183915, L Limnipivius CL, p rus 1 [lhm/LMNIUSA/2010]

KF183916, Limnipivirus, Limnipivius CL, fathead minnow picomavirus 1 [fm/2/MN/USA/2010]
", KF874490, Limnipivirus, Limnipivius C1, fathead minnow picomavirus 1 [fam/201L/USA/2010]

0.9 KCA8895, Limnipvius, Linnpiveus CL fathead mimaw peomavis 1(09-263)
1 KF306267, Limnipivirus, Limnipivirus B, carp picomavirus 1 [F37/06]
| —re Limnipts AL bugll pcomainus 1[54 032)
| KT452695,
L Kraszons,

KT452691, unassigned, heugemg hepaius [geiEieurzald

KT452729, unassigned, bat hepatovirus [FO1AF48Rhilan2010]
KT452742, unassigned, bat hepatovirus [SMG18520Minmav2014]

- KT452637, unassigned, rodent hepatovirus [RMU101637Mican2010]
KTiS2641, unessighed, mdent hepenins KSUs Mypol2o1]
KTd52644,

M14707, Hepamkus. HepmwwusAl. hepauusA Virus [HV- 175]
D00924, Hepatovirus, Hepatovirus A1, simian hepaits A virus [AGM-27]
) KT229612, unassigned, woodchuck hepatovius [3ID]

KT229611, unassigned, woodchuck hepatovirus [210]

096

70140, unassigned, ampiirus [NEWT/2013/HUN]

1 K255, unsssgnac. odent epous [KEFL21Sinasansa)
[ KT452658, unassign hepat
1L\ rasze61, unassigned. smewhepamwus [KS]Z\ZEQSDVavaZD]Z]
AJ225173, Tremovirus, Tr ainek
T K
@ KP230449, Harkavirus, Harkavirus A1 [kestrelVOVEO&2212013HUN]
—_—
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Figure 2 (previous page): Phylogenetic analyses of picornavirus P1 using maximum likelihood tree
inference (MEGADS.2). 178 picornavirus sequences were retrieved from GenBank. Presented are
GenBank accession numbers, genus names, species names and types. If available, common names
and designations of isolates [in square brackets] are given. Yet unassigned viruses are printed in blue.
Proposed names are printed in red and indicated by a dot (@®). Numbers at nodes indicate bootstrap
values obtained after 200 replications. The optimal substitution model (GTR+G+1) was determined

with MEGA 5. The scale indicates substitutions/site.
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] KJQSBQSO Kobuvirus, Aichivirus A4, feline kobuvirus [12D24\)
i 960, Kobuvirus, Aichivirus Ad, feline kobuvirus [FeKo ITE/S2N1T/13]
KFB31027 Kobuvirus, Aichivirus Ad, feline kobuvirus [FK-:
JN387133, Kobuvirus, Aichivirus A2, canine kobuvirus 1 [dog AN211D USA-2009]
JF755427, Kobuvirus, Aichivirus A3, murine kobuv\rus 1[M-5-USA-2010]
/AB01014S5, Kobuvirus, Aichivirus Al [A846-88]
JQSQBMZ Kobuvirus, Aichivirus A6, Kathmandu sewage_kobuvirus chV—SewKTM]
7, Kobuvirus, Aichivirus A5, roller kobuvirus SZALS KoV/2011/HUN]
ABO&4788 Kobuvirus, |ch|vwrusBl bovine kobuvirus 1 [U
GU245693, Kobuviru ichivirus B3, ovine kobuvirus [s! ee TB3/HUN/2009]
KF006985, KUbuvlruS Alchlv\rus B2, ferret kobuvirus [erre My KUV38/NU2010]
EU787450, Kobuvirus, Aichivirus C1, porcine kobuvirus 1 s
KF793927, Kobuvirus, Aichivirus C2, (':apnne kobuvlrus [12

LC055960, kag govlr S 015/J1
LCO55961, unaSslgnEd kagovirus 1 [c: melKagoshlma 0 Kc\//2014/JPN]
Q 79640, Salivirus, SallvlruSAl [hu/NG-J1/Nigeria/200
JQ691613, Gallivirus, GalllvlrusAlJlulkey/HUN/Ml 6/2011]
GU182406, Passerivirus, Passerivirus Al turdivirus 1 [thrush/Hong Kong/00356/2007]
KF741227, Sicinivirus, Sicinivirus AL [chicken/UCCO01/Eire]
KF979331 Slclnlvlrus SlclnlvlruSAl ChPV UchlckenlSSC/Hong Kong/2008]
KF387721, Sakobuvi
KJ641686, unassigned, bat plcornavlrus Ber P\coV/JXZDlD]
KJBAlSQl unassigned, bat plcorna\nrus BtMf-PicoV-2/GD2012]
25852, ig rabbif [Ral bb\lﬂl/ZOla/HUN]
GU1824UB Oscivirus, OSc\v\ruS Ai trdivirus Zglobm/chg Kon, 0717/2006&
GU182410, Oscivirus, Oscivirus A2, (urd\vlrus [robin/Hong Kong/lOB7B720 6]
KJ415177, tortoise rafivirus [UF4]
OWKF961156 unassigned, chicken megrivirus [chicken/B21-CHV/2012/HUN]
KF961187, unassigned, chicken megrivirus [chicken/CHK-IV- CH\//ZOlS/HUN]
oz KJBI0629, unassigned, chicken proventriculitis virus [CPV/Korea/03]
221 HM751199, Megrivirus, Melegrivirus Al, turkey hepatitis virus [2993D]
s KF979336, unassigned, chicken picornavirus 5 [27C]
KF979335, unassi Ggned chicken picornavirus 4 [5C]
KC663628, unassigned, duck megrivirus £LV]
KC811837, unass\gned ‘pigeon mesivirus 2 [pigeon/GALIIS-PiMeV/2011/HUN]
KCB76003 unassigned, mesivirus 1 [HK21]
NB19202, Dicipivirus, Cadicivirus Al, canine A/chndlclslrowus [209]
JF973656 Rosavirus, Rosavirus AL [mnuSE/US M-7/2010]
54278, unassigned, bat picornavirus BalPV/VlNlSIHur;!

Fig. 3
3CD

L *KP054276, unassigned, bat picornavirus (BatPV/V12/13/Hun
og]»<P054275, unassigned, bat picormavirus [BatPV/V11/13/Hun)
%'KP054277, unassigned, bat picornavirus [BatPV/VA3/13/Hun
® KP054274, unassigned, bat picornavirus [BatPV/V8/
KP054273, unassigned, bat picornavirus Baﬂ;\//\/l/lal]Hun
3

JQGlABSl Mischivirus, Mischivirus A1 [bat/Chin:
‘African bat icavirus [TNo.

M20562 Camlovuus Cardiovirus B1, Theiler's murine encephalomyslllls virus [GDVII]
M81861, Cardiovirus, Cardiovirus Al, encephalomyocarditis 1[R]
. JQB64242, Cardiovirus, Cardiovirus C1, Boone cardiovirus 1 [rat/US '2010]
JX683808, Cardiovirus, Cardiovirus C2, Boone cardiovirus 2 [rat/USA/2012]
D 1257, Senecavirus, Senecavirus Al, Seneca Valley virus 1 [cc/US/SVV-001]
FJ438908, unassigned, human cosavirus D1 [!
FJ555055 unassigned, human cosavirus E1 [Australia/61]

907, unassigned, human cosavirus B1 [2263]
FJASBQOZ Cosavirus, Cosavirus AL [0S
JIN867758, unasslgned human cosavirus F1 [PK5006]
EU236594 Aphthovirus, Bovine rhinitis B virus 1 [ECll]

IN936206, Ap thovirus, Bovine rhinitis A virus 2 E

X00871 Aphlhovwrus Foot-and-mouth disease virus O: [Kaufbeuren]
X96870, Aphthgcé\grus Equine rhinitis A virus 1 [PERV] 2%0

707, unassigned, lesavirus 1 [Mis101308/201.
KM396708, unassigned, lesavirus 2 [Nai108015/201
JQ41880, Hunnivirus, Hunnivirus Al [catie/HUN/2
AF231769 Teschovirus, Teschovirus Al, porcine ueschowus 165Ta\lan]
X96871, Erbovirus, Erbovirus Al, equine thinitis B virus 1

158! vine erbo-like picornavirus [TC

tortoise pi 9-05
tortoise A 144-10]
73615, i tortoise Al 2013-T4]

KMB873612, tortoise X
KMB73611, unassigned, tortoise picornavirus [14-04]
KMB73616, unassigned, tortoise picornavirus [124-4-10]
KM873617, unassigned, tortoise picornavirus [5-03
JF973687, Mosavirus, Mosavirus Al [mouse/M- 7/USA/2010]
61, Mosavirus,Mosavirus A2 [SZAL6-MoV/2011/HUN]

1 IN572117, unassigned, feline picornavirus [356F]

JN572119 unassigned, feline picomavrus [1021

t/Horlg Kong/073F/20079
|_|—_ JN572116 unassigned, feline picornavirus [127q
JN572118, unassigned, feline picornavirus [66

1F]
o7 ot IEET unassigned, bat picornavirus [BIVI-PICOV/EI2012]
1641699, bat picornaviru o
* K3641690, bat BV PrcoV-1/GD2012]

HQ595344, unassigned, bat picornavirus C
HQ595345. unassigned, bat picornavirus [TLC21F]

KJ641693, unassigned, bat picornavirus Bth PicoV/SC2013]
HQ595340, unasswgned bat picornavirus [NC16A]
HQ5595341, unasagnem bat picornavirus [[\;MHZFZA]

10814852, ,unasslgned laio picornavirus 1

KJ641694, unassigned, bat picornavirus [BtRs-PicoV/YN201( ;

JN831356, unaSSlgnEd canine picornavirus [dog/Hong Kong/325F/2008]
LCO35579 unassigned, bovine picornavirus [Bo-12-3/2009/JP!

Iy LC036581 unassigned, bovine picornavirus [Bo-12-11/2009/JPN]
MBLCD36580 unassigned, bovine picornavirus [Bo-12-7/2009/JPN|
LC036582, unassigned, bovine picornavirus [Bo-12-38/2009/JPN]
LC006971, unassigned, Buvme picornavirus [Bo-11-39/2009/JPN]
AF406813, Sapelovirus, Sapelovirus Al, porcine sapelovirus 1 [V13)
AV064708 Sapelovirus, Sape ovirus B1, simian sapelovlrgglé [SV2-2383]

KJ64:
KJ641689, unassigned, bat picormaviris L[B(Ma PicoVIF32012

J
AY563023, Sapeloviis, Avian sapelovius
ifornian sealion sape\ovlrus 1162]

JINA42036¢ Cali

KJGAIGBB unasslgned bat picornavirus [BtRlep-PicoV/FJ201:

1 KJ641692, unassigned, bat picornavirus [BtRa-PicoV/JS2013]
K641685, unassigned, bat picornavirus [BtRf-PicoV-1/YN2012]

KJ641697 unass\gned bat picornavirus [BtNv-PicoV/SC2013]

3854, Enterovirus, EV-B CV-B3 [Nanc

AF3267SS Enterovirus, EV-J1[SV6-1631]

D00820, Enterovirus, EV-D70 [J670- 71]
V01149 Enterovirus, EV-C PV1 Mahoney
Z 1, Enterovirus, EV- \71 [BrCr]
KP345888, unass\gned Dromedary camel enterovirus 2 [20CC]
* KP345887, unassigned, Dromedary camel enterovirus 1 [19CC]

DQOU92770, Enterovirus, EV-F1 BEV-2 [BEV-261 RM2]
DQ092769, Enterovirus, EV-E1 BEV-1 LILC R4]

AF363453, Enterovirus, EV-G1 [UKG/410/73]

AF201894, Enterovirus, EV-H1 [A-2 plaque wus]

L24917, Enterovirus, RV-A16 [1175
EF186077, Enterovirus, RV-C3 [Hi -QPM]

K02121, Enterovirus, RV-B14 [1959]

KP233897, unassigned, rabovirus [Berlin/Jan2011/0572]

KJ950883, unassigned, rat picornavirus [raUNYC-B10/USA/2010]
FR727144, unassigned, pigeon picornavirus B [pigeon/Norway/03/641/2003]
KC560801, unassi ned pigeon picornavirus B [GAL-7/2010/Hungary]

FR727145, way/03/603-7/2003]

ING74502, unasslgned quall picornavus | 1] qualIIHUNIZD

KT830670, unassigned, phacowrus [PI-CHK
P230449, Harkavirus, Harkawus Al [kestrel/ VOVE0622/2013/HUN]
2012)

0% K3641684, unassigned, bat picornavirus [BtR-Pic oV 2N
KT452637, unassigned, rodent hepatovirus RMU101637M|ca'\/Z
KT452641, unassigned, rodent hepatovirus [KS11510Myogla2 l
KT452644, unassigned, rodent hepatovirus [JKS11123( Cnmlgzo 1]
, KT229612, unassigned, woodchuck hepatovirus [31D]
KI2z%61l, unass\gned wuogchluck hepatowrus (21D
odent

'

M14707 Hepatovirus, Hepatovirus Al, hepatitis Awus [HV-175]

D00924, Hepatovirus, Hepatovirus AL, simian hepatitis A virus [AGM-27]

7 KT452658, unassigned, shrew hepa{o\nrus ﬁ(SlZlZQZSGraraZOl )
KT452661, unassigned, shrew hepatovirus [

. KT452695, unassigned, hedgehog hepatouirus \gel75Eneuv201
KT452695 unassigned, hedgehog hepatovirus Ige\GSEneurZOM

KT452714 unassigned, M hepalovlrus [MSZE\d’heIZOlO}
7158, unassigned, tupaia hepatovirus [TN.

- KT452730 unassigned, bat hepatowus [BUOZEFB Colalr2010]
KT452729, at FOL 10]
L — " kR703607, Unassigned, phopivirus [NewEngland/USA/2011]
KT452742, unassigned, bat hepatovirus [SMG18520Minmav2014]
35, unassigned, rodent hepatovirus [CIVA59Lopsik2004)
AJ225173, Tremovirus, Tremovirus AL, avian encephalomyelits virus

] [Calnek vaccine strain]

4490, Limnipivirus, Limnipivirus C1, fathead minnow icormavrus 1
KF306267 Limnipivirus, Limnipivirus B1, carp picornavirus T ESTI0
JX134222, L\mnlplvlrus  Limnipiirys AL bitiegill picornavirus L o ]
KC843627, Potamipivirus A1, EE| picornavirus 1 [F15/

KJ641608, unassigned, bat plcomawus [BHMIF-PicoV-1/SAX201.

AF321920, Parechovirus, Parechovirus B1, Ljungan virus 1 [87-012]

77705, unassigned, sebokele s T [AN/B/1227]:

Lélgggelgapgarechuvlms Parechovius AL human parechowus 1 [Harris]

AB937989, ul
KC465954, Avisivirus, Avwswwus Al [[turkey/MHs TUASV/2011/HUN]
]

KC614703, Avisivirus, Avisivirus AL vurkey/uSA/lNl/ZOl
KF979334, unassigned, chicken picornavrus 3laec

KT880669, unassigned,chicken picornavirus [Pf HKl/AsV]
9333, unassigned, chicken picorautus 2 [44C]

KF97!
KJ000696, unass\gr\ed aalivirus [duck/GL/12/¢
KM203656, unassigned, orivirus 1 [Chlcken/P' -CHK1/2013/HUN]

fer,
JQ316470, Paslv\rus PaslvlrusAl [swlnElFlance/]ZOll]
crohi 01

1 E— Kmsossv unassigned, orivirus 2 [Pf-
DQ249299, P Al, duck hepaﬂﬂs A wvirus 1 LOSD
[T KCQ35379, Ki heag! us, L6-KuVv/2011/HUN]
1
EU142040, % uamavirus, Aquamawrus AL, seal picornavirus 1 [HO-02-21]
KP770140, ul , ampivirus [NEW /2013/HUN]
—_—
0.5

nggKF183915 lenlplvlrus Limnipivirus C1, fathead minnow picornavirus 1 [fhm/l/MN/US/-VZOlD]

183916, Limnipivirus, Limnipivirus C1, fathead minnow picornavirus 1 Jihm 2 VNUSA/2010)
[fhm/20/IL/USA/2010]

Page 9 of 10



Figure 3 (previous page): Phylogenetic analyses of picornavirus 3CD gene regions using Bayesian
tree inference (MrBayes 3.2). 178 sequences were retrieved from GenBank. Presented are GenBank
accession numbers, genus names, species names and types. If available, common names and
designations of isolates [in square brackets] are given. Yet unassigned viruses are printed in blue.
Proposed names are printed in red and indicated by a dot (@). Numbers at nodes indicate posterior
probabilities obtained after 4,750,000 generations. The optimal substitution model (GTR+G+I) was
determined with MEGA 5. The scale indicates substitutions/site.
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