EUROPIC 2010
H2

ICTV
Picornaviridae
Study Group

Taxonomy of the Picornaviridae:
Expanding the Family Beyond 12 Genera

Nick J. Knowles?, Tapani Hovi?, Timo Hyypia3, Andrew M.Q. King4, A. Michael Lindberg>,
Mark A. Pallansch®, Ann C. Palmenberg’, Tim Skern3, Glyn Stanway?, Teruo Yamashita!® and Roland Zell!!

(1) Inst. for Anim. HIth., Pirbright, UK; (2) Natl. Inst. for Health and Welfare (THL), Helsinki, Finland; (3) Univ. of Turku, Finland; (4) Linnaeus University,
Kalmar, Sweden; (5) CDC, Atlanta, USA; (6) Inst. for Molecular Virology, Madison, WI, USA; (7) Max F. Perutz Labs., Medical Univ. of Vienna, Austria; (8)
Univ. of Essex, UK; (9) Aichi Prefectural Inst. of Public HIth., Aichi, Japan; (10) Inst. fiir Virologie und Antivirale Therapie, Jena, Germany.

0 1000 2000 3000 4000 5000 6000 7000 8000 9000 10000

R R —— 1 1

Aphthovirus: bovine rhinitis B virus

Aphthovirus: equine rhinitisAvirus 1

The family Picornaviridae currently consists of 28 species classified into 12 genera
(Enterovirus, Cardiovirus, Aphthovirus, Hepatovirus, Parechovirus, Erbovirus, Kobuvirus,
Teschovirus, Sapelovirus, Senecavirus, Tremovirus and Avihepatovirus). In the past two years
the genome sequences of 18 novel unclassified picornaviruses have been reported. These
include three viruses which are the first confirmed picornaviruses in reptiles and fish.
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TAXONOMIC PROPOSALS UNDER DISCUSSION OR IN PREPARATION

1) the species Bovine enterovirus is to be divided into two species, “Bovine
enterovirus A” and “Bovine enterovirus B”;

2) the genome sequences of three unassigned simian enteroviruses types (SV6, EV-
103 & EV-108) suggest their placement in one or more new species in the
Enterovirus genus.
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Two seal picornaviruses form a candidate
species In a novel genus (Kapoor et al.,
2008a; Knowles & Wadsworth, this meeting).
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Figure 1. Unrooted Neighbor-joining tree of the Picornaviridae
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Although only a partial genome sequence exists for bat kobu-like virus (Li et al., 2010),
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Your opinions are important to us:

If you have any views on the classification/taxonomy of the
Picornaviridae please contact one of the Study Group members.
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